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Abstract;: KNOX family genes, coding homeobox proteins, play an inmportant role in plant develop-
ment. A novel homeobox gene, JcKNOX1, was cloned from the cDNA of Jatropha curcas L. . The full-
length ORF of J¢cKNOX1 was 693bp, encoding a protein of 230 amino acids residures. The predicted
structure of JcKNOX]1 showed that its theoretical isoelectric point and molecular weight were 6. 13 and
25. 92 kDa respectively. Phylogenic analysis indicated that JcKNOX1 was relation to Populus tomentosa
and Citrus sinensis closely. By fluorescence quantitative PCR the expression levels were different as fol-
lows: stem apex>>tender leaf™>stem™>leaf>{lower>petiole>root, which showed that the JcKNOX1 ex-
pressed with high levels in developing organs. Meanwhile, JcKNOX was strongly induced by ABA and
low temperature in Jatropha curcas L. seedlings. Through biology software prediction analysis indicated
that JcKNOX1 might play an important role in light regulation, hormone regulation, expression of pol-
len-specific gene and abiotic stress of Jatropha curcas L. .
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Fig. 1 The gene structure and deduced amino acid
sequence of JcKNOX1 from Jatropha

curcas L.
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Fig.2 Predicted 3-Dimension structure of JcKNOX
protein
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Fig.3 Aligenment of the amino acid sequences from JcKNOXI1 with other plant KNOX sequences
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Fig. 4 Phylogenetic tree of JcKNOXI1 protein from ]az‘ropha curcas L.
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Tab.1 The cis-acting elements of the gene JcKNOX1

Al fig Tk ke

5¥%AEMA X ACGTATERDI 656 (+), 832 (+) HAMGH L
EBOXBNNAPA 389 (+), 720 (+), 389 (=), 720 (-) S 17 AR G I B 1 21 2 R S 1R T A G
INRNTPSADB 492 (+), 1268 (+), 1306 (+) , % ok R T HHEEN A X
REALPHALGLHCB21 432 (=), 1435 (=) , 1449 (- Tt R E A %
S1FBOXSORPS11.21 1243 (=), 1359 () I SR AR A

WA X ASFIMOTIFCAMV 657 (-). 833 () AR R KGR A A R
CPBCSPOR 409 (=), 775 () I i 5y 24 3R A S ZE R A G
ERELEE4 305 (), 368 (-), 1465 () CHERFE A K
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WRKY710S 170 (+), 18 (=), 233 (=) . 658 (-, 4 AR MBI TR A K

Heuke CBFHV 684 (-) Jit 7K g S5 A DAL A %
GT1GMSCAM4 148 (+), 472 (+), 977 (+), 1043 (), %5 FEIFEIAFIEIE S H X
MYBCORE 348 (-), 132 (=), 380 (-) , 486 () MYB. 7K il 388 i 7K 0 A 6
POLLEN1LELAT52 609 (+), 642 (+), 897 (+), & MY ) sh TR R R A 6
XYLAT 414 (+) KRB R EA R
UP2ATMSD 1410 (-), 1441 (=) WE2F Gy B s A R

N W A

JCKNOX LA AL X 221k &t

(=

S— -
£ S B U S S

B 5 mA JcKNOXL £ BB R B 20 27 69 & ik
Fig.5 Expression analysis of JcKNOX1 gene in dif-
ferent tissues of Jatropha curcas L
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B 6 mmAM JcKNOX] E4%iR A= ABA phif F o) Rk
Fig. 6 Expression analysis of JcKNOX1 gene under
low temperature and ABA stress conditions
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JcKONX JEREAT T 52 B 4047 B B 1 BRI
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KONX Z5ERHAE 5[] i AR oo 40 38000 & 30
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AN HT T JcKNOXT 6 BRI A [7] 41 20 3% B
36 1) 2 IR DL s 12 FE R TR R RO A A A% A A1 41
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TR ZUrh, a0 fe 2k B E R, Rt
UL JeKNOXT 2 5 BRI (9 A2 K & 7 R 38 1
% ERBISE. #R JcKNOXT 1k — 5 058 4 4t
THR, BHE JKNOX 78 7 3 R Y b 3
TR AT 2 5508 T R W) K R o R R AR e
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