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Construction and identification of miR-122 expressing recombinant adenovirus

HAO Jun-Li, ZHANG Jin-Hua , WU Xiang-Yun, HE Mao-Lan, WANG Dan
(School of Biomedical Sciences, Chengdu Medical College, Chengdu 610083, China)

Abstract: To construct miR-122 overexpression adenovirus vector,gene including eight miR-122 precur-

sor fragments was inserted into recombinant construct pDC312-cmv. Abilities of miR-122 overexpression
and anti-HBV activities by the recombinant vector p-8miR-122 were analyzed by RT-PCR,ELISA and
Sourthern blot. Through adenovirus packaging.amplification, purification and TCID50 titer detection,
the titers of pDC312-cmv and p-8miR-122 adenovirus were 310" TU/mL and 1x10"1U/mL. Adevirus
p-8miR-122 had the abilities of miR-122 overepression and anti-HBV activities.
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Tab.1 Sequence of oligonucleotide primers used for PCR,RT-PCR,Sourthern blot amplification
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Fig.1  Construction and identification of pDC312-

cmv recombinant construct
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Fig. 2 Construction and identification of p-miR-122.p -8miR-122 recombinant plasmids
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Fig. 3 Detection of the anti-HBV activities of p-miR-122 and p-8miR-122 constructs
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Fig. 4 Detection of the anti-HBV activities of p-8miR-122 Adenovirus
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