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The expression and clinical significance of FEZF1 in colorectal
cancer tissues and adjacent normal tissues

LI Zong-Xin, HE Zheng-Chi, XIAO Xue-Wei, LUO Yu, LAN Yang , WU Chuan-Fang
(Department of Functional Genome, College of Life Sciences, Sichuan University, Chengdu 610064, China)

Abstract: We explore the expression and clinical significance of FEZF1 protein in colorectal cancer tis-
sues and adjacent tissues. In this paper, immunohistochemistry, Western Blot and cell experiments
showed that FEZF1 was down-regulated in colorectal cancer tissues, and its expression was significantly
correlated with tumor node metastasis (TNM) stage. When FEZF1 was low expressed, the proliferation
and migration ability of RKO cells increased, and the proliferation ability of RKO cells decreased when
FEZF1 was highly expressed. This study demonstrates that FEZF1 is a low-expression protein in color-
ectal cancer, its expression is associated with the occurrence and development of colorectal cancer, and
FEZF1 inhibits the proliferation and migration of colorectal cancer cells.
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Tab. 1 Colorectal tissue information in a-b patients

W' 1EpE S ispLiR= Gagii stage AL Yl R0 Ji e AN
a 427607 1602231 pT4aNlc 1 4k A/C 3X3X1
b 426783 1602044 pT3NO 1 &k A/C 5X4X2
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Fig. 1 The expression of FEZF1 protein was detec-

ted by immunohistochemistry
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Fig. 2 The expression of FEZF1 protein was detec-
ted by Western blot
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Tab. 2 Tissue sample information for stage 1 to [ll patients
HA GRS £ AR ag TNM 7348 K/ (em) (AL K
1341 5 68 1 pT2NO 4x4x1 ARG REEH
1416 ks 71 1 pT2NO 3.5X3 RS ik
1461 i 70 1 pT2No 2.5%2.3 7 ok
1570 & 65 1 pT2NO 4.5%4 HATE ok
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2654 5B 42 I pT4aNO 6x5x1 H Rtk
2658 B 75 1l pT3NO 6.5X5X2 HY REH
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2714 5's 57 mB pT3NI1 4X4x1 =7 ik
2701 i@ 59 B pT3Nla 3.5%3.5%1 RS FReh
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Fig. 3

3.3 FEZF1 EEREEGEEREIRKKRIESH

FEZF1 3 FAESE EM R I RAE A o 9 Rk bR
T 5 TNM 74 50 FA HRTE IR ik 5 HoAl
I R BRSO e, IR B AT 3 i SPSS #1470 #r

The relationship between FEZF1 protein expression and TNM stage
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Fig. 4 The relationship between FEZF1 protein

expression and TNM development
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Tab. 3 The relationship between FEZF1 expression in
colorectal adenocarcinoma and clinical case pa-
rameters
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95% CI 34 95% confidence, 2677 BF X 8] 95%
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Fig. 5 Low expression of FEZF1 by RNAi
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Fig. 6 Induced proliferation of RKO cells by shFEZF1
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Fig. 7 Induced migration of RKO cells by shFEZF1
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Overexpression of FEZF1 promoted RKO cells proliferation

ZOUIER A F BT b w5 B9 N1 0 FEZEL XF OB #il
M5 Bz (MOE) IE# & 7 2 CH 2. ok, FEZF]
1 FEZF2 JEAE AT A 2k A8 Ao 855 JiAs 9 /s
FE 25 BF 6 77 1Y 6 s IR 7112 DL & FEZFL 848
# Kallmann 286 1F0%,

AWFFE I S ALk & B FEZF1 S A R4S B
g 20 2 ) 3RR AR T 45 B I 55 1E H 44
7K, Western Blot 256 pE—E 569F T FEZF1
HATES ARt 2 55 B R AU ) 3RA K
I H kP e 45 B s 1 80h Rk B RIS 5 g
W55 FS (tumor node metastasis, TNM) 43 HHH



344 W K F|/CA RFF RO % 57 %

A 3 B AR DG, T AR AR R DN
BT A BUF AR B Y OBk, B2 R okt —2F
BT FEZF 7625 1 e 4L 2R 55 15 3 4180 )
FIRFH I R & X, 78 FEZF1 mRNA @K )5, £
W T 45 B W 9 A0 i RKO [l 38 58 1% 0. % 31 RKO
o e 3 A R D 4 L Rl 23k FEZF1 J5 RKO
YR FE IR ES - BB FEZF1 0] 68 29074 45 1
Y0 B () 48 5. Bt 4h, FEZF1 mRNA I % ik i,
RKO 4= fE Ji3gm, il FEZF1 n] G 29 il
Sh H A . th T SO s AL S IR AR
P G 28 B0 S 56 T FH I RAE AR /D AN R E A7 1
R BEIE LA 2558 3 ok Kl R A i i
— 2 B IE X — &5 18, il 2 H At 5256 Oy P R 5T
FEZF1 8 116 45 1 b i AR 22 3k 0 R JZ 18 A AL
LA FEZF] (93X —F1E A8 b 25 B i 70012
VB 7 25 114) A B2 bR 75 ) A R PR B AT 1 JEL B, A
AR ZE B h FEZF1 B33k, g X T 45
Mgl AR YT M s 2k BRI — 2 5%

S

[1] Meijer G A. GLOBOCAN 1: Cancer incidence and
mortality worldwide [ J]. J Clin Pathol, 2000,
53: 164.

[2] Farrington S M, Tenesa A, Barnetson R, et al.
Germline susceptibility to colorectal cancer due to
base-excision repair gene defects [J]. Am ] Hum
Genet, 2005, 77 112.

[3] Pinol V, Castells A, Andreu M, et al. Accuracy of
revised bethesda guidelines, microsatellite instabili-
ty, and immunohistochemistry for the identification
of patients with hereditary nonpolyposis colorectal
cancer [ J]. JAMA, 2005, 293. 1986.

[4] Wood L D, Parsons D W, Jones S, et al. the ge-

nomic landscapes of human breast and colorectal

[5]

[6]

7]

(8]

[9]

[10]

[11]

[12]

[13]

cancers [ J]. Science, 2007, 318. 1108.
Notterman D A, Alon U, Sierk E J, et al. Tran-
scriptional gene expression profiles of colorectal ade-
noma, adenocarcinoma, and normal tissue examined
by oligonucleotide arrays [J]. Cancer Res, 2001,
61. 3124.

Shimizu T, Hibi M. Formation and patterning of
the forebrain and olfactory system by zinc-finger
genes Fezfl and Fezf2 [J]. Dev Growth Differ,
2009, 51; 221.

Song T S, Oh N S, Kim H T, et al.

ZNF312b promotes the progression of gastric cancer

Human

by transcriptional activation of the K-ras gene []].
Cancer Res, 2009, 69. 3131.

Chen N, Guo D, Xu Q, et al. Long non-coding
RNA FEZF1-AS1 facilitates cell proliferation and
migration in colorectal carcinoma [ J]. Oncotarget,
2016, 7. 11271.

Alves V A, Pinheiro C, Moraissantos F, ez al. Char-
acterization of monocarboxylate transporter activity in
hepatocellular carcinoma [ J]. World J Gastroenterol,
2014, 20. 11780.

Anderson D M, Anderson K M, Chang C L, ez al.
A micropeptide encoded by a putative long noncod-
ing RNA regulates muscle performance [J]. Cell,
2015, 160, 595.

FREL BE, PR, S5 KARGID RNA LINC00941
eSS E s Rk SO A s s [T PR
SR, FUREIER, 2017, 54, 1301,

Hirata T. Zinc-finger genes Fez and Fez-like func-
tion in the establishment of diencephalon subdivi-
sions [J]. Development, 2006, 133; 3993.

Kotan L. D, Hutchins B I, Ozkan Y, et al. Muta-
tions in FEZF1 cause kallmann syndrome [ J]. Am J
Hum Genet, 2014, 95. 326.

Bl AAXHER:

Pofo A MBI, HE. . FEZFL 7655 PRI SRR IE AL S0P B BB X (1], btk 1§

Do {ARRIERR 2019, 56, 336,

8 e

}

e

—

: LiZX, HeZC, Xiao X W, etal. The expression and clinical significance of FEZF1 in colorectal cancer tis- +

+ sues and adjacent normal tissues [ J]. J Sichuan Univ: Nat Sci Ed, 2019, 56 338. t

o S S S G A S D U G G S U SN SN U WP WP SN SIS SN WD U S G0 U U S U S SR U SRR U U SIS U U U S U





